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In the title compound, C 16 H 14 N 4 OS, the dihedral angle between the nine-membered 5-methylindolin-2-one ring system and the benzene ring is 10.21 (7) . Intramolecular cyclic N-HÁ Á ÁO and C-HÁ Á ÁS hydrogen-bonding interactions [graph set S(6)] are present within the N-N-C-N chain between the ring systems. In the crystal, molecules form centrosymmetric cyclic dimers through pairs of N-HÁ Á ÁO hydrogen bonds [graph set R 2 2 (8)].
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Experimental
In this compound ( Fig. 1) , the dihedral angle between the nine-membered 5-methylindolin-2-one ring system and the benzene ring is 10.21 (7)°. The atoms C8 in the 5-methylindolin-2-one ring and C10 in the benzene ring are connected by a chain of four atoms (N2/N3/C9/N4)) giving a torsion angle of 7.3 (2)°, while the torsion angles (C8/N2/N3/C9) and (C10/N4/C9/N3) are 173.20 (15)° and -177.56 (16)°, respectively. These values are very close to those in the previously mentioned analogous structure (Qasem Ali et al., 2011) . The essentially planar conformation of the molecule is maintained by cyclic intramolecular N3-H···O1 and C11-H···S1 hydrogen-bonding interactions [graph set S(6) (Bernstein et al., 1995) ] (Table 1) together with an S(5) N4-H···N2 interaction.
In the crystal the molecules form centrosymmetric cyclic dimers through intermolecular N1-H···O1 i hydrogen bonds [graph set R 2 2 (8)] (Table 1) 
The title compound was synthesized by refluxing the reaction mixture of 4-phenyl-3-thiosemicarbazide (0.01 mol) and 5-methylisatin (0.01 mol) in 60 ml of ethanol for 2 hrs. The precipitate formed during reflux was filtered, washed with cold EtOH and recrystallized from hot EtOH: yield 80%. The orange crystals (m.p. 511.8-512.3 K) were grown in acetone-DMF (3:1) by slow evaporation at room temperature.
Refinement H atoms bound to N were located in a difference-Fourier map and were refined freely. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.95 Å (aryl) and 0.98 Å (methyl) and U iso (H) = 1.2U eq (aryl C) and U iso (H) = 1.5U eq (methyl C). The highest residual electron density peak (0.397 eÅ -3 )is located at 0.71 Å from C8 and the deepest hole (-0.303 eÅ -3 ) is located at 1.33 Å from C6. Fig. 1 . The molecular conformation of the title compound, with 50% probability displacement ellipsoids and the atom-numbering scheme. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.07706 (8) (5) N1 0.0150 (6) 0.0184 (7) 0.0205 (7) −0.0013 (5) 0.0072 (5) 0.0019 (6) N2 0.0152 (6) 0.0132 (7) 0.0166 (7) 0.0008 (5) 0.0025 (5) 0.0017 (5) N3 0.0167 (6) 0.0164 (7) 0.0156 (7) −0.0017 (5) 0.0048 (5) −0.0001 (5) N4 0.0166 (6) 0.0164 (7) 0.0146 (7) −0.0041 (5) 0.0029 (5) −0.0003 (6) C1 0.0147 (7) 0.0148 (8) 
